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Introduction to the project

The FRUITTREEDATA project includes 19 partners from 15 countries and is funded under the
European Cooperative Program for plant Genetic Resources (ECPGR) Activity Grant Scheme.
The main activities in the project will be carried out in 2024 and 2025. The objective of the
project is to support the inclusion of Characterization & Evaluation (C&E) data for Prunus (and
Malus/Pyrus) in the EURISCO information system.

Very few C&E data for the fruit tree crops exist in Apricot
EURISCO, as illustrated in the pie-charts at right. The
FRUITTREDATA project aims to improve this picture.
EURISCO currently lists 5,728 accessions of Prunus
domestica from genebanks across 25 countries
whilst C&E data are available for only 110 of these
accessions (all of these are in Czechia); 2,623 Prunus
armeniaca accessions are listed from genebanks
across 15 countries whilst C&E data are available for

only 210 of these accessions (and again, all of these Pu’m
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C&E data (fruit shape) ® No current C&E data

are in Czechia).

More C&E data is present in the CCDBs, however
these databases will be terminated and all future
development will be in EURISCO

Participating countries in the project ~ Created with mapchart.net m C&E data (skin colour) ® No current C&E data

Recent efforts within ECPGR have SO [ We are also aware of gaps between the listings of
updated the standardized C&E accessions in EURISCO and the material that is known
descriptor documents for fruit to the curators of the field genebanks. The project
trees. Updated documents have aims to fill this gap by identifying accessions for
been published for cherry, apple potential inclusion in National Listings. Additionally,
and pear and a document for for Malus, Pyrus and Prunus (cherry) the recently
plum was recently uploaded at developed system of MUNQ/PUNQ/CHUNQ'?2
ECPGR homepage. genotype coding will be used to help identify clonal
ECPGR  members have been duplicates within EURISCO. No such system is
collecting C&E data on their available yet for plums.

accessions for a number of years.
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Data from the CCDBs in Prunus, Programme.
Malus and Pyrus need to be EU RISCO for Plant &%
exported to EURISCO. New data https;//eurisco_ipk_ Resources b
from the collections will be gatersleben.de ECP//GR

uploaded directly to EURISCO
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