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Why did we make a Darwin Core
extension for germplasm data?

- Upgrade germplasm data pathways to
use web services

The objective (1) was to enable sharing of germplasm information using
the standard web-service based biodiversity data publishing toolkits
maintained by the Global Biodiversity Information Facility (GBIF) and the
Biodiversity Information Standards (TDWG).

- Upgrade data types to include trait data

The objective (2) was to expand on the germplasm data types published
to germplasm data portal from basic passport data to include in particular
crop trait information.




European Cooperative Programme
for Plant Genetic Resources

ECP/GR
EPGRIS3 Meeting 'Inclusion of C&E data in EURISCO'

B Summary of the meeting M Links

m EPGRIS3 main page
M ay 2009 = On Thursday May 7th, a EPGRIS3 self funded workshop, hosted by

Frank Begemann and Siegfried Harrer, was organised at the a IESt OFEFGHISS sciviliey
Bundesanstalt fiir Landwirtschaft und Erndhrung (BLE) in Bonn, = list of EPGRIS3 contacts
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Potential of the GBIF technology L

2,122,405 records of germplasm data (status May 2014)
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Using GBIF/TDWG technology
(and contributing to its
development), the PGR

community can more easily
establish specific PGR networks
without duplicating GBIF's work.

http://data.gbif.org/datasets/network/2 -
http://www.gbif.org/network/ae3a42e4-5829-4210-8d8a-84b0cbda4 7bc
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The compatibility of data standards
between PGR and biodiversity
collections made it possible to
integrate the worldwide germplasm
collections into the biodiversity
community (TDWG, GBIF).




WHAT IS THE GLOBAL BIODIVERSITY J}

GBIF enables free and open access to biodiversity data
online.

We are an international government-initiated and funded
initiative focused on making biodiversity data available to
all and anyone, for scientific research, conservation and

sustainable development.

Global Biodiversity’
Information Facility,
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GBIF and GEO

Intergovernmental group on earth observations

THE GLOBAL EARTH OBSERVATION
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Data Integration &
Interoperability

GBIF provides the infrastructure for

. . . ** . o .* . ”
delivering species occurrence data. 1 EU !,l Llfe}‘@t(}h
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GENESYS

Gateway to Genetic Resources

WWW.genesys-pgr.org

2 2,773,082 germplasm accessions worldwide
% 444 institutes — 252 countries (May 2014)
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The European Genetic Resources Search Catalogue (EURISCO) receives data from the National
Inventories (NI) and provides access to all ex situ PGR accessions in Europe, http://eurisco.ecpgr.org



http://eurisco.ecpgr.org
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ECP/GR A safety network foroure

ECPGR Homepage & Germplasm Databases | | | Search |
About ECPGR
Steering Committee ECPGR Central Crop Databases and other Crop Databases

AL A number of ECPGR Central Crop Databases have been established through the initiative of individual institutes and of ECPGR Working

Networks Groups. The databases hold passport data and, to varying degrees, characterization and primary evaluation data of the major collections

Working Groups of the respective crops in Europe. The germplasm accessions are maintained in different European institutes for long-term conservation.
: To request material indluded in the databases, please refer to the donor institutes which maintain the germplasm accessions.

Meetings and quota

Public Awareness You can search for Crop Databases in the ECPGR Networks listed below or for a more specific search use the search window.

Publications

Germplasm Databases @ cereals (8 databases) # Forages (1 0 databases)

ECPGR Secretariat @ 0il and Protein crops (10 databases) @ rruit (8 databases)

ECPGR Listserver

e ‘Eugar, Starch and Fibre Crops (6 databases) ‘Vegetables (22 databases)

A total of 64 ECPGR Central Crop Databases have been established by individual
institutes and the ECPGR Working Groups. The databases hold passport data and, to

varying degrees, characterization and primary evaluation data of the major collections of
the respective crops in Europe,

http://www.ecpgr.cgiar.org/germplasm_databases/central_crop databases.html



http://www.ecpgr.cgiar.org/germplasm_databases/central_crop_databases.html

Multiple data export services for each genebank
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- Multiple-purpose data export services

European
Crop
Databases

Genebank European
dataset EURISCO
Catalog
7
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“ Global Crop
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. Network Model

Each dataset is shared from
the holding gene bank.

DATA PORTAL The National Inventory (NI)
endorse all national gene
banks for EURISCO.

ECPGR Crop databases can
access passport data from
EURISCO and additional crop
specific data from the gene
bank IPT interface.

INTEGRATED
PUBLISHING
TOOLKIT

r 6O

Standard data sharing tools
ensure that the genebank

lllustration from the GBIF dataset is available to other
annual report 2009, page 47. relevant decentralized
thematic, regional or global
2 g networks.
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International

Home  Aboutus Research | e-Library  Support us

e-Library / Publications

FAO/Bioversity Multi-Crop Passport Descriptors V.2 [MCPD V.2].

June 2012

MCPD
revisions

1997
2001
2012

Biowversity Intermational: research for development in
agricultural and forest biodiversity

Follow us | Subscribe | Contact | Search @

Related files
e PDF free file avaible 1.9 M

The FAQ/Bioversity Multi-Crop Passport Descriptors (MCPD V.2) is the result
of a thorough revision of the publication originally released by FAQ/IPGRI in
2001, which has been widely used as the international standard to facilitate
germplasm passport information exchange. In this improved version, the
2001 list of descriptors has been expanded to accommodate emerging
documentation needs, derived inter alia from the entry into force of the
International Treaty on Plant Genetic Resources for Food and Agriculture
and its Multilateral System for access and benefit-sharing, and from
technological changes such as the broader use of GPS tools.

The descriptors are compatible with Bioversity's crop descriptor lists, with
the descriptors used by the FAO World Information and Early Warning
Systemn (WIEWS) on plant genetic resources (PGR), and the GENESYS
global portal.

Category: Descriptors
Author: Alercia, A; Diulgheroff, 5; Mackay, M.

Corporate Author: Food and Agriculture Organization of the United Nations
(FAO), Rome (ltaly); Bioversity International, Rome (ltaly)

Pages: 11 p.
Publication Year: 2012
Publication Format: PDF
Language: EN
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FAO/BIOVERSITY MULTI-CROP PASSPORT DESCRIPTORS V.2

Juns 2012

Thie PACY BHoversity Mulii-Crop Passport Descriptons (MO V.35 bs the resuli of a
tharmigh rev of the original publication released by FAO/IPGRI in 3001, which has
been widely w as ihe ilernational  standard faciliiate ge
information exchange, In this improved vomsion the 2001 lst of d
expanded o accommodate emenging documentation nevds. devived inter alle from ihe
vty into force of the Tntemational Treaty on Plant Cametle Resourovs for Food and
Agriculiure and s Multilateral Syst
technological changes such as the broader use of GPS wols, The descriptomn and allowed
values of the fimst verslon form a subsel of ihise in this revision

iplasm  passpaor

riptors haw been

for pecess and benefit-sharing, and from

These duscriptors are compatible with Bloversity's crop deseripior lists, with the
descriptors ussd by the PAO World Information and Barly Warning System (WIEWS)
oni Plant Cenelie Besaurces for Food and Agriculiim, and with the GENESYS global
portal

For cach multh-crop pamport descriptor, a briel explanathon of content, coding
sohame and, In parenthess, soggested  feldname ae provided jo assist in the

eumputerizod sxchange of 1

po of dats, Annes | provides vasy access ti the
historical ‘List of major changes’ of all descriptor slemenis

It s recognized thal networks o grodps of ussrs may want W further expand this
revined MO list o meot thelr specific needs. As long as these additions allow for an
wany conversion fo the formal proposed in MOPD V.2, basic passport data can be
exchanged worldwide in a consistent manner

Camman farmatting rulas

(1) I a feld allows muoltiple vaboes, these values should be separatod by s semicolon ;)
without space (v, Aceosslon name Syimphony B Songhno)

(i) A field for sehich ne value is available should be Jefi empty (eg Blevation). 17 data
are pnchanged in ASCT format, a Gield with 8 missing numeric value should be lefi
empty, I dain are @ el i a databasis format, missing numeric values shoold

be repressnted by generic NULL values

(i) Drates are recorded s YYYYMMD, 1 the month or day ane missing, this should be
indicated with hyphens or '00° [double zero]. If both (month and day) are missing,
twvor dirable geron are neodid (g 1978, TOTS0000; 197506, 197S0000),




ICIS (Java, 1996 )

BioMOBY (Perl, 2001 =)

0 EURISCO (tab-delimited, 2003 -)

DiGIR (PHP, 2001 - 2006)

TapirLink (PHP, 2007 =)

BioCASE (Python, 2001 )

GBIF IPT (Java, 2009 =)




Genebank/germplasm extension to the ABCD v2.06
- |
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M
2010 : IPT installations for EURISCO

EURISCO

NordGen (Nordic countries)
Bioversity-Montpellier (France)
IPK Gatersleben (Germany)

BLE (Germany)

WUR CGN (The Netherlands)

CRI (Czech Republic)

VIR (Russian Federation)
SeedNET (Balkan)

Baltic (Estonia, Latvia, Lithuania)
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Mapping of MCPD = Darwin Core
was required before using the GBIF IPT

Mostly a mapping of MCPD terms
to Darwin Core.

The first DRAFT version (0.1) was
released in August 2009.




Darwin Core extension for germplasm

The Darwin Core extension for germplasm
data is an extension to the Darwin Core
standard.

Includes additional terms required for
describing germplasm resources that were
missing in Darwin Core.

Provides a mapping of MCPD terms and
Darwin Core terms.

» Endresen, D., S. Gaiji, and T. Robertson (2009). Darwin Core Germplasm extension and
deployment in the GBIF infrastructure. Proceedings of TDWG 2009, Montpellier, France.
Bioversity Information Standards (TDWG).

* Endresen, D.T.F. and H. Knupffer (2012). The Darwin Core extension for genebanks opens up
new opportunities for sharing genebank data sets. Biodiversity Informatics 8:11-29.




Darwin Core

“The Darwin Core is primarily based on taxa,
their occurrence In nature as documented by
observations, specimens, and samples, and

related information.”

» a well-defined standard core vocabulary
+ a flexible framework to maximize re-usability
« approved as TDWG standard in 2009

http://rs.tdwg.org/dwc/

Wieczorek J., D. Bloom, R. Guralnick, S. Blum, M. Doring, R. Giovanni, T. Robertson, D.
Vieglais (2012). Darwin Core: An Evolving Community-Developed Biodiversity Data Standard.
PLoS ONE 7(1): €29715. doi:10.1371/journal.pone.0029715



http://rs.tdwg.org/dwc/

Darwin Core - a vocabulary of terms

| continent
~ taxonRank | basisOfRecord kingdom
institutionCode scientificNamelDfamily  institutionID
vernacularName pqordmatePreclsmnrecordedBy taxonlD
verbatimTaxonRank ongnalNameUsagenomenclaturalCode
nameAccordingTo higherClassification  namePublishedinlD
classparentNameUsage occurencelD - originalNameUsagelDnameAccordingTolD
ordernigherGeographylD associatedTaxaverbatimCoordinateSystem datasetiD
minimumElevationinMeters ~ coordnateUncertaintylnMeters “parentNameUsagelD &
infraspecificEpithet acceptedNameUsagelD  genusscientificNameAuthorshiphehavior A
collectionCodepreviousidentifications.  MaximumDepthinMeters taxonConceptiD W\
seodeticDatumreproductiveCondition decimallongitude namePublishedin’ phylum
catalogNumber acceptedNameUsage romenclaturalStatus taxonRemarks
specificEpithet higherGeography decimalLatitude subgenus
taxonomicStatus scientificharme Sia GroBugd
feStage  locationlD  collectionlDWatersody

Wieczorek J, Bloom D, Guralnick R, Blum S, Déring M, De Giovanni R, Robertson T, and
Vieglais D (2012) Darwin Core: An Evolving Community-Developed Biodiversity Data Standard.
PLoS ONE 7(1): e29715. (doi:10.1371/journal.pone.0029715)

www.gbif.org




Vocabularies/ontologies

* Provide a shared understanding of
what we mean when describing
biodiversity entities.

* What kind of thing or property.

* A list of things we as a community
can agree upon the meaning of.

* “Concept repository” with terms
identified by URlIs.

TDWG Technical Roadmap 2008 (convened by Roger Hyam).

Photo CC-by-3.0 by H
Grobe/AWI. Palaeoclimate
archives.

22



Record-level Terms

dcterms:type | determs: modified | determs:language | determs:rights | determs:rightsHolder | determs: accessRights | determs: bibliographicCitation | determs:references

institutionID | collectionID | datasetID | institutionCode | collectionCode | datasetName | ownerInstitutionCode | basisOfRecord | informationWithheld | dataGeneralizations |
dynamicProperties

Occurrence

occurrencelD | catalogNumber | occurrenceRemarks | recordMumber | recordedBy | individualIlD | individualCount | sex | lifeStage | reproductiveCondition | behavior |
establishmentMeans | occurrenceStatus | preparations | disposition | otherCataloghMumbers | previousldentifications | associatedMedia | associatedReferences |
associatedOccurrences | associatedSeqguences | associatedTaxa

Event

eventlD | samplingProtocol | samplingEffort | eventDate | eventTime | startDayOfYear | endDayOfYear | year | month | day | verbatimEventDate | habitat | fieldMumber | fieldNotes
| eventRemarks

dcterms: Location

locationID | higherGeographyID | higherGeography | continent | waterBody | islandGroup | island | country | countryCode | stateProvince | county | municipality | locality |
verbatimlLocality | verbatimElevation | minimumElevationInMeters | maximumElevationInMeters | verbatimDepth | minimumDepthInMeters | maximumDepthInMeters |
minimumDistanceAboveSurfacelnMeters | maximumDistanceAboveSurfaceInMeters | locationAccordingTo | locationRemarks | verbatimCoordinates | verbatimlLatitude |
verbatimlLongitude | verbatimCoordinateSystem | verbatimSRS | decimallatitude | decimallLongitude | geodeticDatum | coordinatelncertaintyInMeters | coordinatePrecision |
pointRadiusSpatialFit | footprintWKT | footprintSRS | footprintSpatialFit | georeferencedBy | georeferencedDate | georeferenceProtocol | georeferenceSources |
georeferenceVerificationStatus | georeferenceRemarks

GeologicalContext

geologicalContextID | earliestEonOrLowestEonothem | latestEonQOrHighestEonothem | earliestEraOrlowestErathem | latestEraOrHighestErathem | earliestPeriodOrLowestSystem |
latestPeriodOrHighestSystem | earliestEpochOrlLowestSeries | latestEpochOrHighestSeries | earliestAgeOrlowestStage | latestAgeOrHighestStage | lowestBiostratigraphicZone |
highestBiostratigraphicZone | lithostratigraphicTerms | group | formation | member | bed

Identification

identificationID | identifiedBy | dateldentified | identificationReferences | identificationVerificationStatus | identificationRemarks | identificationQualifier | typeStatus

Taxon

taxonlD | scientificNamelD | acceptedNameUsagelD | parentNameUsagelD | originalNamelsagelD | nameAccordingToID | namePublishedInlD | taxonConceptID | scientificName |
acceptedNameUsage | parentNamelUsage | originalNameUsage | nameAccordingTo | namePublishedIn | namePublishedInYear | higherClassification | kingdom | phylum | class |
order | family | genus | subgenus | specificEpithet | infraspecificEpithet | taxonRank | verbatimTaxonRank | scientificNamefuthorship | vernacularMame | nomenclaturalCode |
taxonomicStatus | nomenclaturalStatus | taxonRemarks

http://rs.tdwg.org/terms/

ResourceRelationship

resourceRelationshiplD | resourcelD | relatedResourcelD | relationshipOfResource | relationshipAccordingTo | relationshipEstablishedDate | relationshipRemarks

MeasurementOrFact

measurementID | measurementType | measurementValue | measurementAccuracy | measurementUnit | measurementDeterminedDate | measurementDeterminedBy |
measurementMethod | measurementRemarks



http://rs.tdwg.org/terms/

Darwin Core Archive (DwC-A)

DwC-A publish Darwin Core records including
extensions

Simple text based format
Zipped single file archive

Specimens.ixt Vemnacular bt

|

otaxatd e
3 ' DwC Archive

Germpla.s.r-n.txt Distribution. txt

DwC Star Schema




* Darwin Core star schema

Can relate elements
onhe-to-one or

Darwin Core

[ SampielD
TamoniD

O ne - t O - ma ny. Idemiﬁftl:atinn Shci W — GVJBEEUIHF Name
GUD | 1:many HigherTaxonlD 1:many i atlana
scientificName E&gﬁgﬂaturalmmus languageCode
fentlfled&_f Phylum areg :
ateldentified Class preferrecFlag
' _”-
DecimalLatitude
DecimallLongitude
IslandGroup
1:many T:many
(1:many)
Sample Attribute Multimedia
‘ GUID GUID
type - icdentifier
vaiue i title
couracy Germplasm ‘ format
it Breeder = AN icense
Trait ‘g;

" d
xr

Audubon
core




Darwin Core extension for germplasm

Namespace (SKOS/RDF) (stable version)
http://purl.org/germplasm/germplasmTerm#

Code repository (stable
version)http://code.google.com/p/darwincore-
germplasm

Community discussion (development version)
http://terms.tdwg.org/wiki/Germplasm



http://purl.org/germplasm/germplasmTerm
http://code.google.com/p/darwincore-germplasm
http://code.google.com/p/darwincore-germplasm
http://code.google.com/p/darwincore-germplasm
http://terms.tdwg.org/wiki/Germplasm

MCPD (2012) Darwin Core

(missing) dwc.occurrencelD

2 ACCENUMB dwc.catalogNumber ELEVATION

4 COLLCODE g.collectinglInstituteCode BREDCODE

4.1.1 COLLINSTADDRESS (dwc.recordedBy) SAMPSTAT

5 GENUS dwec.genus COLLSRC

7 SPAUTHOR dwc.scientificNameAuthorship

9 SUBTAUTHOR (dwec.scientificNameAuthorship)

11 ACCENAME g.breedingldentifier

13 ORIGCTY dwec.countryCode MLSSTAT

15.1  DECLATITUDE dwc.decimallatitude

15.3  DECLONGITUDE dwc.decimallongitude

MCPD (2012)

COORDDATUM

DONORNAME

OTHERNUMB

DUPLINSTNAME

Darwin Core

dwec.geodetic.Datum

dwc.minimumeElevationInMeters

g.breederlinstitutelD

g.biologicalStatus

g.acquisitionSource

g.donorlnstitute

dwec.otherCatalogNumbers

g.safetyDuplicationInstitute

g.mlsStatus

Mapping of DwC to to MCPD
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Darwin Core extension for IPT

Name Last modified Size Description

Lol ] (o] [uE] (] Ry

Farent Directory -
GermplasmAccession.xml 14-May-2014 12:01 20K
MeasurementScore.xml 14-May-2014 12:01 13K
MeasurementTrait.xml 14-May-2014 12:01 6.4K

MeasurementTrial.xm| 14-May-2014 12:01 6.2K

http://rs.gbif.org/extension/germplasm/



http://rs.gbif.org/extension/germplasm/

Darwin Core Archive Assistant (GBIF, 2010)

The Darwin Core Archive Assistant is a web application that presents a
simple interface for describing the data elements a data publisher wishes to
serve to the GBIF network as basic text files and composes the appropriate
XML descriptor file as defined in the Darwin Core Text Guidelines to
accompany them. It communicates with the GBIF registry to provide an up-
to-date listing of all relevant Darwin Core terms and available extensions
and presents these in a simple checklist format.

)
a—li-.,— w.  Darwin Core Archive Assistant

GBIF - _"_:'; A lool o assist in the publication of blodiversity dala

|t
Fas e Diarwin Coee Arghve (DwC-AL & & Bodveriily sioimelics Saa sandan i 5I Aleid) s of 1P ?Da'mn r.f.HE-[eH "|J'.l‘.'lUl.'F.l'L-d nghe, gell conlained detasel lor shedhes
[a22 OOOUITENCGE OF Wnamic (specis] dats 1 s the prafemsd formal for publisting dats 1o e pdity. You export your dals &5 8 St af one of more

o B Exmrnicnss et G5V} s, A, simpie XML descrimtor Sle (caling mesa si) e requinsd 40 infonm othees how your r-r:s ane oru:l izeo
Gormpien (0:1) This wed appéication produces the XML descripfor fe calfed "metaemi” (soe ihe nexi fab in the wsar inferface) for you.
Crrwin Core Mossuramert Or Facis
Darwin Core | deesfoason Hsny DarwinCore Archive
Canats Core Moo s Relasodtsp .

ramerd ar ket (Va0 120011 )
(Sermmplem sooneann WIGI20E01)
Trak moasnemers metnod (V020811 |
Typas and Spocimen

Exiansiarn
verracda Nares i ol ey

Data

5 & simpia. You neod o seloct the s mascking your dasa, Thes inod halps by prowiding a fis2 of inrme and explanafions [on mowse Power). To usa this wEliy you

11NE SIANEST WM B Exben oS rgLinsd 10 Mman e bisdiem sy 58 you Wl 1D Share in your Srehive Dy apening B foidan, af 18f &l saecting Wrms from [he i)

2. DvRg e 1amis a0 e Odal Mans e coumn ordar Of vour deis

1. Fill the fename of yoor data (top nght) and provide the soitings of the fies (right sidebar)

4. Include tha flarame of any offer cataset documentation you might nolode in your srchive

8. Add ghobal valuss that makes your data momn compleln and anser i be shamd with other usens
0. Go to it tab (abeied “mets smi® and save the resuftant XML fie in a folcer with yoor dats fies

7. Dip the inlder into @ sngle afchive and you ere dons!

http://tools.gbif.org/dwca-assistant/



http://tools.gbif.org/dwca-assistant/
http://tools.gbif.org/dwca-assistant/
http://tools.gbif.org/dwca-assistant/

http://tools.qgbif.org/dwca-assistant/ ¢

~3m,. Darwin Core Archive Assistant
cBIF ) Atool to assist in the publication of biodiversity data

English

4 _J Core Add Spacer Filename: {your filename here} Ex: myfile.csv

|l Taxon
Term Required Default Value

e j Extensions , Core ID v)

| Darwin Core Measurement Or Facts j measurementValue

| & Occurrences

| Darwin Core Identification History | measurementUnit
| Darwin Core Resource Relationship

|| Trait descriptor (v20140515)

| v Trait measurement score (v20140515)
| ™ Trait measurement trial (v20140515) : germplasmidentifier

1 ¥ Germplasm accession (v20140515) ! measurementTraitiD

measurementAccuracy

germplasmiD

Types and Specimen measurementTraitName

Simple Multimedia

measurementTraitldentifier
Vernacular Names

Alternative Identifiers : measurementTriallD

Species Profile ! measurementDeterminedBy

Literature References measurementDeterminedDate

Taxon Description

. o measurementByinstitutelD
Species Distribution

Simple Images (deprecated) measurementMethod
EOL Media Extension 1.0 | measurementType

EOL References Extension 1.0 measurementGrowthStage

measurementRemarks



http://tools.gbif.org/dwca-assistant/
http://tools.gbif.org/dwca-assistant/
http://tools.gbif.org/dwca-assistant/

home tools
Language: English

GBIF

Directions: _ ,
Upload File:

= i g o | No file selected
Review the available spreadsheet templates Browse e

Download and complete the templates according to the user guidelines .
Process File
3. Click the "Choose File” button on the right to upload the completed spreadsheet or

Email it to spreadsheets@tools.gbif.org o

Receive a validated Darwin Core Archive file or EML metadata document mail to:

To publish, put the Darwin Core Archive file and'i ;
oo . spreadsheets(@tools.gbif.org
Follow the GBIF data registration guidelines to reg

F‘\.'n'l'-] |Hr'|'.:' 'L.}rr':.{:l-!:;hc,gl T'.:' pah:.q_ ) TFI'F' Drocessor currentt I:I' __' - ﬁ@adgh Hl."'h IS aval ah.F n '.'-Il.:' l-.lldF_,'r XLS :I-l-:rr}"::d and

the new XLSX format, which supports more than 64,000 rows.

The following templates are available:

Metadata - Use this template lo describe a dalabase or other data resource. Processor oufput is an Ecological Metadata Language Document that conforms
to a GBIF metadata profile. [XLSX format]

Species Occurrence - Use this template to record or store basic species collections or observational data. [XLSX formaf]

Species Checklists — These templates provide different methods for recording and storing simple annotated species checklists. The different versions offer
different methods for recording classification information,

Checklist 1 - Supports a 'normalised’ classification where the classification is stored in two spreadsheet columns: one stores the 1D of the taxon and another
stores the 1D of the parent taxon. [XLSX format]

Checklist 2 - Classification in columns where the user can define the specific higher taxon groups. Useful when using super- or sub- ranks or other ranks
outside the core Linnaean ranks. [XLSX format]

Checklist 3 - Classification in columns is limited to the basic Linnaean ranks of Kingdom, Phylum, Class, Order, Family, Genus, etc. [XLSX format]



http://tools.gbif.org/spreadsheet-processor/
http://tools.gbif.org/spreadsheet-processor/
http://tools.gbif.org/spreadsheet-processor/

PERSI

ENT IDENTIFIERS (PID)




The purpose of identifiers

...is to name things,
making it possible to refer to them.

What is an identifier:
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http — PURL — UUID

http://purl.org/nhmuio/id/41d9cbb4-4590-4265-8079-ca44d46d27c3

http://purl.org/cgngenis/accenumb/CGN00001




UUID QR codes for all Y
museum objects at NHM- ' b= i
UiO would provide:

WWW, ghi f.org

 Machine-readable using an
ordinary smart phone (or PDA).
Allows for new and efficient
workflows for collection
management.
Deployment for stable identifiers
appropriate for data-basing.




LICHENS OF STERRA LEONE

Pyxine richardsii Swinsc. & Krog

On small savaenna bree in bowal
Kasewe Torest Reserve, No. R 7190 1.,

Coll. P.W.Richards 28 Feb., 1971
et r.D.V.3winscow 1 )’r'].‘.
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Pyxine richardsii Swinscow & Krog ISOTYPE 0-L-000015 | Click on image for full size (36 MPx)
Protolog: Swinscow, TDV/Krog,H, Norw. J. Bot. 22: 127 (1975)
Locality: SIERRA LEONE: bowal Kasewe Forest Reserve, 1971.02.28, Richards, P.W. R 7190 L

Currently accepted name: Pyxine richardsii Swinscow & Krog
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Resolver service

http://purl.org/nhmuio/id/UUID -  http://gbif.no/resolver/UUID

gbif.no resolver

42791 records

41d9%cbb4-4390-4265-8079-cad4d46d27c3
d91e8253-0acl-4681-ac69-e50070af86a2




O-L-000014

html, csv, txt, n3/turtle , json-1d

ID: 41d%9cbb4-4590-4265-8079-cad4d46d27c3
Occurrence ID: http://purl..org/nhmuic/id/41d9cbb4-4590-4265-8079-cad4d46d27c3

e

Institution code:
Collection code:

Catalogue number:

Basis of record:

Event

Recorded by:

Scientific Name:

Kingdom:

State/Province:
Locality:

O

L

14
Specimen

Anaptychia ethiopica
Fungi

Ascomycota
Ascomycetes
Lecanorales
Physciaceae
Anaptychia

Isotype

Africa
Ethiopia
Simen
Buahit

GBIF

www.gbif.org




Status for genebank datasets in GBIF, May 2014

Publisher

Dataset

Updated

Records

Georef

Bioversity International

The European Genetic Resources Search Catalogue
(EURISCO)

Dec 2, 2009

976 457

87776

Bioversity International

The System-wide Information Network for Genetic
Resources (SINGER)

Oct 25, 2008

683 018

171 493

US National Plant Germplasm
System

United States National Plant Germplasm System
Collection (USDA GRIN)

Apr 29, 2009

313 949

66 267

Plant Breeding and
Acclimatization Institute (IHAR)

Polish gene bank passport data of plants
accessions which are important in human life

May 8, 2013

59 948

Plant Breeding and
Acclimatization Institute (IHAR)

Seed collection Dead seeds for evaluation and
observation purposes

May 8, 2013

10 597

Plant Breeding and
Acclimatization Institute (IHAR)

Polish seed gene bank historical passport data of
accessions

May 8, 2013

8 462

Nordic Genetic Resource Center
(NORDGEN)

Nordic Genetic Resources

Jun 6, 2012

37 641

Centre for Genetic Resources,
The Netherlands

Centre for Genetic Resources, the Netherlands,
PGR passport data

Apr 18,2014

22 579

Dep Plant Biology, Agronomy,
Univ Politécnica de Madrid

Universidad Politécnica de Madrid, Dpto. Biologia
Vegetal, Banco de Germoplasma

Sep 27, 2012

9754

7 data publishers

9 datasets

2122 405

370 752

This list only includes the datasets classified to the PGR network:

http://www.gbif.org/network/ae3a42e4-5829-4210-8d8a-84b0cbdad7bc




“Things can happen in a band, or any
type of collaboration, that would not
otherwise happen” (Jim Coleman,
Jazz-musician).




Thank you for
listening!

GBIF-Norway

Dag Endresen
dag.endresen@nhm.uio.no
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