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Overview

• Composition
• Ten mandatory and 38 optional metrics
• Five thematic groups

• Size and composition of the collection
• Data and documentation
• Conservation
• Availability
• Distribution

• Can the metrics be calculated by aggregator systems?
• Which ones?
• To what extent?

van Hintum et al., 2025



Aggregator systems

• What are aggregator systems?
• Integrate data from a large number of genebanks
• Data gets refreshed periodically

• Why do we need them?
• Provide a central entry point on information about PGR holdings
• Even for collections that do not have their own information systems
• Assist in meeting national obligations

• How many PGR accessions are we talking about?



Plant genetic resources collections

• 5.9 million ex situ 
accessions globally

• 13 international 
genebanks

• 4 regional genebanks
• 850 national 

genebanks

• Hundreds of further 
PGR collections

S. Kreide / IPK

SoW3, 2025



EURISCO + Genesys

• EURISCO
• https://ecpgr.org/eurisco/
• Provides passport data and phenotypic data about plant germplasm accessions 

maintained in Europe and some neighbouring countries
• European hub of Genesys

• Genesys
• https://www.genesys-pgr.org/
• International information system for plant genetic resources
• Comprises EURISCO, CGIAR and additional large genebanks (USDA-GRIN, EMBRAPA, …)

Both systems together document more than 4.4 million accessions

https://ecpgr.org/eurisco/
https://ecpgr.org/eurisco/
https://www.genesys-pgr.org/
https://www.genesys-pgr.org/
https://www.genesys-pgr.org/
https://www.genesys-pgr.org/


Metrics’ application

• Basis of possible calculations: MCPD passport data
• Application to thematic metrics groups

• Impossible to calculate with MCPD data
• Conservation (except safety duplicates)
• Availability
• Distribution

• Almost all metrics can be calculated
• Size and composition of the collection
• Data and documentation
• Exceptions

• DOC_GEN (Number of accessions with accessible genomic information)
• NACC_OUT (Number of accessions removed from the collection)

Calculation only possible for data that has been made available
Timeliness and scope of data determined by providers

Demonstration using the example of EURISCO



Size and composition of the collection



Size and composition of the collection

• Mandatory metric
(as of 13 February 2026)
• NACC (Number of accessions)

• Total: 2,121,228
• Ex situ: 2,114,186
• In situ CWR: 7,042

• In the following, focus only
on ex situ data



Size and composition of the collection

• Optional metrics
• Distinction by biological status

• NACC_PW (Number of accessions of wild or weedy populations): 276,855
• NACC_PL (Number of accessions of traditional cultivars or landraces): 321,332
• NACC_PB (Number of accessions of breeding and research material): 641,509
• NACC_PA (Number of accessions of advanced cultivars): 291,470

• Distinction by origin
• NACC_OAS (Number of accessions originating in Asia): 226,819
• NACC_OAF (Number of accessions originating in Africa): 60,236
• NACC_ONA (Number of accessions originating in North America): 67,340
• NACC_OSA (Number of accessions originating in South America): 50,377
• NACC_OEU (Number of accessions originating in Europe): 769,513
• NACC_OAU (Number of accessions originating in Oceania): 16,683



Size and composition of the collection

• Optional metrics
• Distinction by origin (cont.)

• NACC_ON (Number of accessions originating in the
country where the genebank is located): 502,960

• Various challenges
• DEU includes former East and West Germany  easy to query
• NGB comprises DNK, SWE, NOR, FIN, ISL  easy to query
• No ORIGCTY for BIH
• Former Czechoslovakia divided
• Former Yugoslavia divided



Size and composition of the collection

• Optional metrics
• NACC_NEW (Number of accessions added):

• 23,387
• ACQDATE unknown for 439,643 accessions
• Reporting period 1 January 2020 – 13 February 2026

• ACC_AGE (Average time in years that the
accessions have been in the collection):
• 27.98 years
• ACQDATE unknown for 439,643 accessions
• As of 13 February 2026

• NACC_OUT (Number of accessions removed
from the collection):
• This information is not recored in EURISCO



Data and documentation



Data and documentation

• Mandatory metrics
• DOC_PDCI (Average passport data completeness index (PDCI) of the accessions):

• 5.33 (total)
• What does it mean?



Clarification: Passport data completeness

• 45 passport data descriptors in EURISCO-MCPD
• 4 mandatory
• 41 optional

• Often, only limited information about certain 
accessions

• Some descriptors only sparsely populated
• In many cases, information available in the 

respective information systems, but not in 
EURISCO



Clarification: Completeness per descriptor (whole EURISCO)

Descriptor Completeness [%]
GENUS 100
ACCENUMB 100
INSTCODE 100
NICODE 100
SPECIES 98.50
STORAGE 95.67
SPAUTHOR 92.22
CROPNAME 82.23
ACQDATE 79.19
SAMPSTAT 73.74
MLSSTAT 69.52
ACCEURL 57.66
COLLSRC 57.27
ORIGCTY 56.47
AEGISSTAT 54.30

Descriptor Completeness [%]
DONORNUMB 45.97
ACCENAME 45.73
DUPLSITE 43.12
DONORNAME 42.17
BREDCODE 36.71
BREDNAME 34.97
DUPLINSTNAME 33.20
ANCEST 30.10
DONORCODE 25.79
COLLNUMB 21.69
COLLDATE 21.04
SUBTAXA 20.93
COLLSITE 19.44
COLLCODE 19.38
COLLNAME 14.49

Descriptor Completeness [%]
OTHERNUMB 14.42
PUID 14.27
HISTORIC 13.40
ELEVATION 12.55
SUBTAUTHOR 12.27
LATITUDE 11.03
DECLATITUDE 10.97
LONGITUDE 10.94
DECLONGITUDE 10.91
REMARKS 6.62
COLLMISSID 4.43
COORDDATUM 1.58
COORDUNCERT 1.15
GEOREFMETH 1.00
COLLINSTADDRESS 0.49

as of 2026-02-13



Clarification: Passport Data Completeness Index (PDCI)

• Following van Hintum et al., Quality indicators for passport data in ex situ 
genebanks, Plant Genetic Resources, 9(3):478-485, 2011
 adapted to EURISCO-MCPD v2

• Index between 0 (lowest quality) and 10 (highest quality)
• 60% of score independent of population type
• 40% of score depending on population type



Clarification: Passport Data Completeness Index (PDCI)

• Independent of population type
Descriptor Score Condition Remark
NICODE 0 mandatory
INSTCODE 0 mandatory
ACCENUMB 0 mandatory
GENUS 0 mandatory
PUID 40
SPECIES 90 if GENUS is not null
SPAUTHOR 5 if GENUS+SPECIES are not null
SUBTAXA 45 if GENUS+SPECIES are not null
SUBTAUTHOR 5 if GENUS+SPECIES+SUBTAXA are not null
CROPNAME 45
ACQDATE 30
SAMPSTAT 80
DONORCODE 50
DONORNAME 0 or 20 if DONORCODE is null
DONORNUMB 50 or 20 if DONORCODE is null
OTHERNUMB 35
DUPLSITE 30
DUPLINSTNAME 0 or 15 if DUPLSITE is null
STORAGE 20
REMARKS 0
ACCEURL 40
MLSSTAT 15
AEGISSTAT 15
HISTORIC 5



Clarification: Passport Data Completeness Index (PDCI)

• Depending on population type

Wild/weedy Landrace Breeding/research material Cultivar Other/unknown
Descriptor Score Condition Score Condition Score Condition Score Condition Score Condition
COLLNUMB 60 40 0 0 20
COLLCODE 40 30 0 0 20
COLLNAME 0 or 20 if COLLCODE null 0 or 15 if COLLCODE null 0 0 0 or 10 if COLLCODE null
ACCENAME 0 50 80 160 40
ORIGCTY 75 75 35 35 35
COLLSITE 20 or 70 if LATITUDE/LONGITUDE null 15 or 45 if LATITUDE/LONGITUDE null 0 0 10 or 20 if LATITUDE/LONGITUDE null
LATITUDE 60 if LONGITUDE not null 40 if LONGITUDE not null 0 0 15 if LONGITUDE not null
LONGITUDE 60 if LATITUDE not null 40 if LATITUDE not null 0 0 15 if LATITUDE not null
GEOREFMETH 5 5 0 0 5
ELEVATION 20 15 0 0 5
COLLDATE 30 30 0 0 10
BREDCODE 0 0 115 85 10
BREDNAME 0 0 0 or 55 if BREDCODE null 0 or 40 if BREDCODE null 0 or 10 if BREDCODE null
ANCEST 0 10 150 100 40
COLLSRC 30 50 20 20 25

The individual scores are added together and divided by 100.



Passport Data Completeness Index (PDCI)

• Results per National Inventory

as of 2026-02-13



Passport Data Completeness Index (PDCI)

• Results per genus (for highest PDCI values only)

as of 2026-02-13



Passport Data Completeness Index (PDCI)

• Results per genus (for largest no. of accessions per genus)

as of 2026-02-13



Data and documentation

• Mandatory metrics
• DOC_PDCI (Average passport data completeness index (PDCI) of the accessions):

• 5.33 (total)
• Min-max: 0.15 ↔ 9.90 (total)

• DOC_PHEN (Average number of phenotypic datapoints
per accession):
• 29.52
• Observation data for 92,907 accessions from 21 countries in database only

• Optional metrics
• DOC_GEN (Number of accessions with accessible

genomic information):
• Can only be calculated by the genebanks themselves, if at all.

• DOC_DOI (Number of accessions with a DOI):
• 302,605 (14.3 %)



Conservation



Conservation

• Mandatory metrics
• CON_NSAF (Number of accessions that are safety back-upped):

• 921,258

• Optional metrics
• CON_NDUP (Number of accessions that were safety duplicated to another genebank):

• 822,401

• CON_NTRI (Number of accessions that were safety duplicated to the Svalbard Global Seed Vault):
• 119,445



Summary

• MCPD passport data only  no further management data
• Thematic metrics groups

• Conservation (except safety duplicates)
• Availability
• Distribution
• Size and composition of the collection
• Data and documentation

• Does it make sense to calculate the metrics in EURISCO/Genesys?
• Calculation only possible for data that has been made available
• Timeliness and scope of data determined by providers
• Composition and documentation are fine, but no chance to give insight about conservation…

• Alternatively, collect full metrics from the genebanks  Does this work?

Impossible to calculate with MCPD data

Almost all metrics can be calculated
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