
Malus/Pyrus WG 
Short summary 

 



Composition of WGs  

• We asked to enlarge the expertise of the  WG members. 

• Malus/Pyrus WG: 89 members 

Genebank curators: 23            Plant breeders: 14 

Policy and law: 9                    Crop specialists: 39 

Info/Doc specialist: 22            Other: 2  

• Too large now! 

• Make an ‘Hybrid’ ?: 2 kind of members 

- 1 country representative 

- Diversity of experts invited when appropriate 

• We need finer description of expertises 



Looking for sources of 
complementory fundings… 



Questions when curating a germplasm 
collection : 

• Is my accession corresponding to the true genotype ? 
(TTT = « True To Type ») 

• Is my accession unique or redundant within my 
collection or with other collections ? 

• Are these 2 accessions related ?  

• Are these 2 accessions genetically close or distant ? 

• How representative of the genetic diversity is my 
collection ? 

• Is my collection structured in subgroups ? 



Background 
 

• Different research groups using different sets of 
markers and different methods for characterisation 
of their collections 

• Lack of common genotypes hampers comparisons 

– Even with well known cvs: HiDRAS (EU-project) 
identified > 5 different genotypes for the cultivar ‘Fuji’ 
amongst 10 partners 



UK’s example of duplicates identified 



Is my collection structured in 
subgroups ? 

Full-Sibs 

Faint structure in 3 European regions 

North-East 

West 

South 

(1550 diploid genotypes 
with known geographic origin) 



Can I get a subset of cvrs representative of 
my (neutral) genetic diversity ?  
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Lassois et al. (in prep.) 

Core collection 



• 97% allelic 
diversity 

• Next step is 
to involve 
phenotypic 
diversity 
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Making use of EU fundings… 





Making use of EU fundings… 
‘Participatory Organic Breeding’ 



Grant Scheme 
1) ‘European collection of historical pears’ - 
EcoHisPy 

• 17 collections 

• 140 pear accessions 

• E & C priority data 

• Standard model of user’s friendly global 
description 
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Grant Scheme 
1) ‘European collection of historical pears’ - 
EcoHisPy 

• Use and limits in the use of SSR’s 



Grant Scheme 
2) Common ECPGR protocols and tools 
available for Characterisation & Evaluation of 
Malus/Pyrus genetic resources – On going 
 

• 22 partners (many self-funded…) 

• Objective 1: “ECPGR Methods and descriptor 
lists for the Characterization and 
Evaluation of apple & pear genetic 
resources” finalized, approved and widely 
disseminated through ECPGR and partners 
channels. 



Grant Scheme 
2) Common ECPGR protocols and tools 
available for Characterisation & Evaluation of 
Malus/Pyrus genetic resources – On going 
 • Objective 2: 

- Harmonization and adjustment of SSR allele 
sizes over the various sources of data (>5000 
apple accessions and around 500 of pears); defining 
putative accession denomination errors, 
synonyms/homonyms situations and question 
marks. 

- Encoding all standardized apple & pear data ready 
to use for diffusion in EURISCO.  



Some questions to share 

• How to better make profit of the CCDB 
expertises – linked with EURISCO ? 

• How to enhance the central place of 
EURISCO as a practical, user’s friendly tool 
for both curators and users ? 

• How to deal inside ECPGR with the issue 
of quarantine pest & diseases especially 
for vegetative propagated crops? 

 


